Previously published phylogenetic studies of 16s rRNA showed that methylotrophic, slightly halophilic, methanogenic strain GS-16T (T = type strain) represents a new species of bacterium. We propose the name Methanolobus taylorii for this species; strain GS-16 is the type strain.
guanine-plus-cytosine content of the DNA is 40.8 5 0.3 mol% by performing a liquid chromatographic analysis of the bases The 16s rRNA sequence of strain GS-16T was compared with the 16s rRNA sequences of many other methanogens (3) , and the results indicated that strain GS-16T is most closely related to Methanohalophilus oregonensis WALIT. However, the evolutionary distances are great enough that the two strains belong in separate species; these distances are as great as distances between other distinct species (3). The 16s rRNA sequences of both of these strains were similar to the sequence of Methanolobus tindanus Tindari 3T, suggesting that all three species should be assigned to the genus Methanolobus, as separate species (3) . The results of a comparison of the whole-cell proteins of strain GS-1 6T, Methanococcoides methylutens TMA-loT, Methanolobus vulcani PL-12/MT, and Methanolobus siciliae T4/MT and HI350 (5) support the proposed that strain GS-lGT should be placed in a new species of the genus Methanolobus. The results of a DNA hybridization study (1) confirmed that strain GS-lGT does not belong in the genus Methanohalophilus or in the genus Methanohalobium.
Strain GS-16T is also physiologically distinct from species of the genus Methanolobus. In 1989, in Bergey's Manual of Systematic Bacteriology, Stetter recognized three Methanolobus species: Methanolobus tindarius, Methanolobus siciliae, and Methanolobus vulcani (18) . Since then, Methanolobus siciliae has been transferred to the genus Methanosarcina as Methanosarcina siciliae (10) . The two remaining species group phylogenetically with Methanohalophilus oregonensis (6), which should be transferred to the genus Methanolobus (3). Although the proposal for transfer of Methanohalophilus oregonensis has not been formalized, we believe that Methanolobus tindarius, Methanolobus vulcani, and Methanohalophilus oregonensis are three currently recognized species whose phylogenies indicate that they should be classified as Methanolobus species. Strain GS-16T differs physiologically from these three species (Table  l) , although Methanolobus vulcani has not been well characterized (18) relative to minimal standards (2). Strain GS-16T is most similar to Methanohalophilus oregonensis WALIT, but it has a lower pH range (pH 6.8 to 9.0 [4] ) than Methanohalophilus oregonensis WALIT (pH 7.7 to 9.5 [6] ) and it is less halophilic (strain GS-16T does not grow in the presence of NaCl concentrations greater than 1.2 M NaCl [4] , whereas Methanohalophilus oregonensis WALIT grows in the presence of 1.6 M NaCl [6] ). Because of the hylogenetic and physiological differences of strain GS- 16 , we propose that this Cells grow by forming methane from methylamines, methylsulfides, and methanol. They form methane from dimethylselenide and methylmercury and ethane from diethylsulfide, but they cannot grow on any of these substrates, nor can they grow on methionine, dimethyl disulfide, formate, H,-CO,, or acetate .
Cells grow well at 37"C, at pH 7.2 to 8.8, and in the presence of 0.2 to 1.2 M NaC1. Very strictly anaerobic. Biotin and catabolic substrate are the only organic compounds required for growth. The guanine-plus-cytosine content of the DNA of the type strain is 40.8 5 0.3 mol% (as determined by a chromatographic analysis of bases).
gY).
The habitat is estuarine sediments. The type strain is GS-16 (= OCM 58 = DSM 9005).
